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FIGURE 8A 



HCV 1a at Room Temterature 
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FIGURE 8B 



HCV 1b at Room temperature 
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FIGURE 8C 



HCV 3a at Room Temperature 
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FIGURE 51 



44-50 

1 ACACUUGCUU UUGACACAAC UGUGUUUACU UGCAAUCCCC CAAAACAGAC 

64-68 88-97 

51 AGAAUGGUGC AUCUGUCCAG UGAGGAGAAG UCUGCGGUCA CUGCCCUGUG 



101 GGGCAAGGUG AAUGUGGAAG AAGUUGGUGG UGAGGCCCUG GGCAGGCUGC 
151 UGGUUGUCUA CCCAUGGACC CAGAGGUUCU UCGAGUCCUU UGGGGACCUG 



uIGURE 52A 



ISIS 1571 (-) ISI S 3067(+) 
1 GCGCCCC [aGT CGACGCTGAG CTCCTlCTGCT ACTCAGA GTT 

ISIS 1570 (+) 

41 GCAACCTCAG CCTCGCTATG GCTCCCAGCA GCCCCCGGCC 



81 CGCGCTGCCC GCACTCCTGG TCCTGCTCGG GGCTCTGTTC 



121 CCAGGACCTG GCAATGCCCA GACATCTGTG TCCCCCTCAA 



161 AAGTCATCCT GCCCCGGGGA GGCTCCGTGC TGGTGACATG 



201 CAGCACCTCC TGTGACCAGC CCAAGTTGTT GGGCATAGAG 



241 ACCCCGTTGC CTAAAAAGGA GTTGCTCCTG CCTGGGAAC A 



281 ACCGGAAGGT GTATGAACTG AGCAATGTGC AAGAAGATAG 



ISIS 1934(-) 

321 CCAACCAATG TGCTATTCAA ACTGCCCTGA TGGGCAGTCA 



361 ACAGCTAAAA CCTTCCTCAC CGTGTACTGG ACTCCAGAAC 



401 GGGTGGAACT GGCAGCCCTC CCCTCTTGGC AGCCAGTGGG 



441 CAAGAACCTT ACCCTACGCT GCCAGGTGGA GGGTGGGGCA 



481 CCCCGGGCCA ACCTCACCGT GGTGCTGCTC CGTGGGGAGA 



15/ 



LL3URE 52B ? 



521 AGGAGCTGAA ACGGGAGCCA GCTGTGGGGG AGCCCGCTGA 

as 610 

561 GGTCACGACC ACGGTGCT GG TGAGGAGAGA TCACCATGG A 
601 GCCAATTTCT CGTGCCGCAC TGAACTGGAC CTGCGGCCCC 
641 AAGGGCTGGA GCTGTTTGAG AACACCTCGG CCCCCTACCA 
681 GCTCCAGACC TTTGTCCTGC CAGCGACTCC CCCACAACTT 
721 GTCAGCCCCC GGGTCCTAGA GGTGGACACG GAGGGGACCG 
7 61 TGGTCTGTTC CCTGGACGGG CTGTTCCCAG TCTCGGAGGC 
801 CCAGGTCCAC CTGGCACTGG GGGACCAGAG GTTGAACCCC 
841 ACAGTCACCT ATGGCAACGA CTCCTTCTCG GCCAAGGCCT 
881 CAGTCAGTGT GACCGCAGAG GACGAGGGCA CCCAGCGGCT 
921 GACGTGTGCA GTAATACTGG GGAACCAGAG CCAGGAGACA 
961 CTGCAGACAG TGACCATCTA CAGCTTTCCG GCGCCCAACG 
1001 TGATTCTGAC GAAGCCAGAG GTCTCAGAAG GGACCGAGGT 



^ — UwJR£52C 

1041 GACAGTGAAG TGTGAGGCCC ACCCTAGAGC CAAGGTGACG 

1081 CTGAATGGGG TTCCAGCCCA GCCACTGGGC CCGAGGGCCG 

1121 AGCTCCTGCT GAAGGCCACC CCAGAGGACA ACGGGCGCAG 

1161 CTTCTCCTGC TCTGCAACCC TGGAGGTGGC CGGCCAGCTT 

as 1220 (+) 

1201 ATACACA AGA ACCAGACCCG GGAGCTTCG T GTCCTGTATG 
1241 GGCCCCGACT GGACGAGAGG GATTGTC CGG GAAACTGGAC 
1281 GTGGCCAGAA AATTCCCAGC AGACTCCAAT GTGCCAGGCT 

1321 TGGGGGAACC CATTGCCCGA GCTCAAGTGT CTAAAGGATG 

ISIS 1547 (+) 
1361 GCAC TTTCCC ACTGCCCATC GG GGAATCAG TGACTGTCAC 

1401 TCGAGATCTT GAGGGCACCT ACCTCTGTCG GGCCAGGAGC 

1441 ACTCAAGGGG AGGTCACCCG CGAGGTGACC GTGAATGTGC 

1481 TCTCCCCCCG GTATGAGATT GTCATCATCA CTGTGGTAGC 

1521 AGCCGCAGTC ATAATGGGCA CTGCAGGCCT CAGCACGTAC 




! i_URE 52D 



> 



1561 CTCTATAACC GCCAGCGGAA GATCAAGAAA TACAGACTAC 



as 1630 as 1630h(+++ l ) 



1601 AACAGGC CCA AAAAGGGACC CCCATG AAAC CGAACACACA 



ISIS 1938 (+) 



1641 AGCCACGCCT CCCTGAACCT ATCCCGGGAC AGGGCCTCTT 



1681 CCTCGGCCTT CCCATATTGG TGGCAGTGGT GCCACACTGA 



1721 ACAGAGTGGA AGACATATGC CATGCAGCTA CACCTACCGG 



1761 CCCTGGGACG CCGGAGGACA GGGCATTGTC CTCAGTCAGA 



1801 TACAACAGC A TTTGGGGCCA TGGTACCTGC ACACCTAAAA 



1841 C ACTAGGCCA CGCATCTGAT CTGTAGTCAC ATGACTAAGC 



1881 C AAGAGGAAG GAGCAAGACT CAAGACATGA TTGATGGATG 

ISIS 1939 <+) 
1921 TTAAAGTCTA GCCTGATGAG AGGGGAAGTG GTGGGGGAGA 



1961 CAT AGCCCCA CCATGAGGAC ATACAACTGG GAAATACTGA 



2001 AACTTGCTGC CTATTGGGTA TGCTGAGGCC CACAGACTTA 
2041 C AGAAGAAGT GGCCCTCCAT AGACATGTGT AGCATCAAAA 




ISIS 2302 ( + ) 
2081 C ACAAAGGCC CACACTTCC T GACGGATGCC AGCTTGGGCA 

2121 CTGCTGTCTA CTGACCCCAA CCCTTGATGA TATGTATTTA 

ISIS 1572 

2161 TTC ATTTGTT ATTT TACCAG CTATTTATTG AGTGTC TTTT 
2201 ATGTAGGCTA AATGAACATA GGTCTCTGGC CTCACGGAGC 
2241 TCCCAGTCCA TGTCACATTC AAGGTCACCA GGTACAGTTG 
2281 TACAGGTTGT ACACTGCAGG AGAGTGCCTG GCAAAAAGAT 
2321 C AAATGGGGC TGGGACTTCT CATTGGCCAA CCTGCCTTTC 
23 61 CCCAGAAGGA GTGATTTTTC TATCGGCACA AAAGCACTAT 
2401 ATGGACTGGT AATGGTTCAC AGGTTCAGAG ATTACCCAGT 
2441 GAGGCCTTAT TCCTCCCTTC CCCCCAAAAC TGACACCTTT 
2481 GTTAGCCACC TCCCCACCCA CATACATTTC TGCCAGTGTT 
2 521 C AC AATG AC A CTCAGCGGTC ATGTCTGGAC ATGAGTGCCC 
2561 AGGGAATATG CCCAAGCTAT GCCTTGTCCT CTTGTCCTGT 



_ i i URE52F 

2601 TTGCATTTCA CTGGGAGCTT GCACTATTGC AGCTCCAGTT 
2 641 TCCTGC AGTG ATCAGGGTCC TGCAAGCAGT GGGGAAGGGG 
2 681 GCC AAGGTAT TGGAGGACTC CCTCCCAGCT TTGGAAGGGT 
2721 C ATCCGCGTG TGTGTGTGTG TGTATGTGTA GACAAGCTCT 
2761 CGCTCTGTCA CCCAGGCTGG AGTGCAGTGG TGCAATCATG 
2 801 GTTCACTGCA GTCTTGACCT TTTGGGCTCA AGTGATCCTC 
2 841 CCACCTCAGC CTCCTGAGTA GCTGGGAGCA TAGGCTCACA 
2881 ACACCACAGC T 



FIGURE 53 A 



1 CACAUUGUUC UGAUCAUCUG AAGAUCAGCU A UUAGAA GAG 

site 80 

41 AAAGAUCAGU UAAGUCCUUU GGACCUGAUC AGCUUG AUAC 

site 120 

81 AAGAACUACU GAUUUCAA CU UCUUUGGCUU AAUUCUCUCG 

121 GAAAC GAUGA AAUA UACAAG UUAUAUCUUG GCUUUUCAGC 

161 UCUGCAUCGU UUUGGGUUCU CUUGGCUGUU ACUGCCAGGA 

site 210 

201 CCCAUAUGUA CAAGAAGCAG AAAACCUUAA GAAAUAUUUU 

site 240 site 260 

241 AAUGCAG GUC AUUCAGA UGU AGCGGAUAA U GGAACUCUUU 

281 UC UUAGGCAU UUUGAAGAAU UGGAAAGAGG AG AGUGACAG 
site 330 

321 AAAAAUAAU G CAGAGCCAAA UUGUCUCCUU UUACUUCAAA 

site 380 site 400 

3 61 CUU UUUAAAA A CUU UAAAGA UGACCAGAGC AUCCAAAAGA 

401 GUGUGGAGAC CAUCAAGGAA GACAUGAAUG UCAAGUUUUU 



441 CAAUAGCAAC AAAAAGAAAC GAGAUGACUU CGAAAAGCUG 



) 



,i Ml 53B 



481 ACUAAUUAUU CGGUAACUGA CUUGAAUGUC CAACGCAAAG 

site 560 

521 CAAUACAUGA ACUCAUCCAA GUGAUGGCU G AACUGUCGCC 

site 570 

561 AGCAGCUAAA ACAGGGAAGC GAAAAAGGAG UCAGAUGCUG 



601 UUUCGAGGUC GAAGAGCAUC CCAGUAAUGG UUGUCCUGCC 



641 UACAAUAUUU GAAUUUUAAA UCUAAAUCUA UUUAUUAAUA 
681 UUUAACAUUA UUUAUAUGGG GAAUAUAUUU UU AGACUCA U 
7 21 CAAUCAAAUA AGUAUUUAUA AUAGCAACUU UUGUGUAAUG 



7 61 AAAAUGAAUA UCUAUUAAUA UAUGUAUUAU UUAUAAUUCC 



801 UAUAUCCUGU GACUGUCUCA CUUAAUCCUU UGUUUUCUGA 



site 850 site 860 site 880 

841 CUAAUUAGGC AAGGCUAUGU GAUUACAAGG C UUUAUCUCA 

site 890 site 910 

881 GGGGCCAACU AGGCAGCCAA C CUAAGCAAG AU CCCAUGGG 



921 UUGUGUGUUU AUUUCACUUG AUGAUACAAU GAACACUUAU 
9 61 AAGUGAAGUG AUACUAUCCA GUUACUA 
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FIGURE 55A 

SEQ ID NO: 158 
Primer 1 

4 60 GGUCUCUCUG GUUAGACCAG AUCUGAGCCU GGGAGCUCUC UGGCUAACUA 

510 GGGAACCCAC UGCUUAAGCC UCAAUAAAGC UUGCCUUGAG UGCUUCAAGU 

560 AGUGUGUGCC CGUCUGUUGU GUGACUCUGG UAACUAGAGA UCCCUCAGAC 

Primer 2 

610 CCUUUUAGUC AGUGUGGAAA AUCUCUAGCA GUGGCGCCCG AACAGG GACC 

660 UGAAAGCGAA AGGGAAACCA GAGGAGCUCU CUCGACGCAG GACUCGGCUU 

710 GCUGAAGCGC GCACGGCAAG AGGCGAGGGG CGGCGACUGG UGAGUACGCC 

760 AAAAAUUUUG ACUAGCGGAG GCUAGAAGGA GAGAGAUGGG UGCGAGAGCG 

Primer 3 

810 UCAGUAUUAA GCGGGGGAGA AUUAGAUCGA UGGGAAAAAA UUCGGUUAAG 

8 60 GCCAGGGGGA AAGAAAAAAU AUAAAUUAAA ACAUAUAGUA UGGGCAAGCA 

910 GGGAGCUAGA ACGAUUCGCA GUUAAUCCUG GCCUGUUAGA AACAUCAGAA 

960 GGCUGUAGAC AAAUACUGGG ACAGCUACAA CCAUCCCUUC AGACAGGAUC 

Primer 4 

1010 AGAAGAACUU AGAUCAUUAU AUAAUACAGU AGCAACCCUG UAUUGUGUGC 
10 60 AUCAAAGGAU AGAGAUAAAA GACACCAAGG AAGCUUUAGA CAAGAUAGAG 
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1110 GAAGAGCAAA acaaaaguaa gaaaaaagca cagcaagcag cagcugacac 
1160 aggacacagc aaucagguca gccaaaauua cccuauagug cagaacaucc 

Primer 5 

1210 AGGGGCAAAU GGUACAUCAG GCCAUA UCAC CUAGAACUUU AAAUGC AUGG 

12 60 GUAAAAGUAG UAGAAGAGAA GGCUUUCAGC CCAGAAGUGA UACCCAUGUU 
1310 UUCAGCAUUA UCAGAAGGAG CCACCCCACA AGAUUUAAAC ACCAUGCUAA 

13 60 ACACAGUGGG GGGACAUCAA GCAGCCAUGC AAAUGUUAAA AGAGACCAUC 

Primer 6 

1410 AAUGAGGAAG CUGCAGAAUG GGAUAG AGUG CAUCCAGUGC AUGCAG GGCC 

14 60 UAUUGCACCA GGCCAGAUGA GAGAACCAAG GGGAAGUGAC AUAGCAGGAA 
1510 CUACUAGUAC CCUUCAGGAA CAAAUAGGAU GGAUGACAAA UAAUCCACCU 

15 60 AUCCCAGUAG GAGAAAUUUA UAAAAGAUGG AUAAUCCUGG GAUUAAAUAA 

Primer 7 

1610 AAUAGUAAGA AUGUAUAGCC CUACCA GCAU UCUGGACAUA AGACAAGGAC 
1660 CAAAGGAACC CUUUAGAGAC UAUGUAGACC GGUUCUAUAA AACUCUAAGA 
1710 GCCGAGCAAG CUUCACAGGA GGUAAAAAAU UGGAU G AC AG AAACCUUGUU 
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17 60 GGUCCAAAAU GCGAACCCAG AUUGUAAGAC UAUUUUAAAA GCAUUGGGAC 



1810 CAGCGGCUAC ACUAGAAGAA AUGAUGACAG CAUGUCAGGG AGUAGGAGGA 
18 60 CCCGGCCAUA AGGCAAGAGU UUUGGCUGAA GCAAUGAGCC AAGUAACAAA 
1910 UUCAGCUACC AUAAUGAUGC AGAGAGGCAA UUUUAGGAAC CAAAGAAAGA 
1960 UUGUUAAGUG UUUCAAUUGU GGCAAAGAAG GGCACACAGC CAGAAAUUGC 
2010 AGGGCCCCUA GGAAAAAGGG CUGUUGGAAA UGUGGAAAGG AAGGACACCA 
20 60 AAUGAAAGAU UGUACUGAGA G 



Primer 8 
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SEQ ID NO: 159 

primer 1 

3300 AGCUGGACUG UCAAUGACAU ACAGAAGUUA GUGGGGAAAU UGAAUUGGGC 

3350 AAGUCAGAUU UACCCAGGGA UUAAAGUAAG GCAAUUAUGU AAACUCCUUA 

34 00 GAGGAACCAA AGCACUAACA GAAGUAAUAC CACUAACAGA AGAAGCAGAG 

34 50 CUAGAACUGG CAGAAAACAG AGAGAUUCUA AAAGAACCAG UACAUGGAGU 
primer 2 

3500 GUAUUAUGAC CCAUCAAAAG ACUUAAUAGC AGAAAUACAG AAGCAGGGGC 

3550 AAGGCCAAUG GACAUAUCAA AUUUAUCAAG AGCCAUUUAA AAAUCUGAAA 

3600 ACAGGAAAAU AUGCAAGAAU GAGGGGUGCC CACACUAAUG AUGUAAAACA 

3650 AUUAACAGAG GCAGUGCAAA AAAUAACCAC AGAAAGCAUA GUAAUAUGGG 
primer 3 

37 00 GAAAGACUCC UAAAUUUAAA CUGCCCAUAC AAAAGGAAAC AUGGGAAACA 

37 50 UGGUGGACAG AGUAUUGGCA AGCCACCUGG AUUCCUGAGU GGGAGUUUGU 

38 00 UAAUACCCCU CCCUUAGUGA AAUUAUGGUA CCAGUUAGAG AAAGAACCCA 

3850 UAGUAGGAGC AGAAACCUUC UAUGUAGAUG GGGCAGCUAA CAGGGAGACU 
primer 4 

3900 AAAUUAGGAA AAGCAGGAUA UGUUACUAAU AGAGGAAGAC AAAAAGUUGU 



93 
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3950 CACCCUAACU GACACAACAA AUCAGAAGAC UGAGUUACAA GCAAUUUAUC 

4 000 UAGCUUUGCA GGAUUCGGGA UUAGAAGUAA ACAUAGUAAC AGACUCACAA 

4 050 UAUGCAUUAG GAAUCAUUCA AGCACAACCA GAUCAAAGUG AAUCAGAGUU 
primer 5 

4100 AGUCAAUCAA AUAAUAGAGC AG U U AAU AAA AAAGGAAAAG GUCUAUCUGG 

4150 CAUGGGUACC AGCACACAAA GGAAUUGGAG GAAAU G AAC A AGUAGAUAAA 

4200 UUAGUCAGUG CUGGAAUCAG GAAAGUACUA UUUUUAGAUG GAAUAGAUAA 

42 50 GGCCCAAGAU G AAC AU GAGA AAUAUCACAG UAAUUGGAGA GCAAUGGCUA 
primer 6 

4 300 GUGAUUUUAA CCUGCCACCU GUAGUAGCAA AAGAAAUAGU AGCCAGCUGU 

4 350 GAUAAAUGUC AGCUAAAAGG AGAAGCCAUG CAUGGACAAG UAGACUGUAG 

4 4 00 UCCAGGAAUA UGGCAACUAG AUUGUACACA UUUAGAAGGA AAAGUUAUCC 

4450 UGGUAGCAGU UCAUGUAGCC AGUGGAUAUA UAGAAGCAGA AGUUAUUCCA 
primer 7 

4 500 GCAGAAACAG GGCAGGAAAC AGCAUAUUUU CUUUUAAAAU UAGCAGGAAG 
4 550 AUGGCCAGUA AAAACAAUAC AUACUGACAA UGGCAGCAAU UUCACCGGUG 
4 600 CUACGGUUAG GGCCGCCUGU UGGUGGGCGG GAAUCAAGCA GGAAUUUGGA 
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4 650 AUUCCCUACA AUCCCCAAAG UCAAGGAGUA GUAGAAUCUA UGAAUAAAGA 
primer 8 

47 0 0 AU U AAAG AAA AUUAUAGGAC AGGUAAGAGA UCAGGCUGAA CAUCUUAAGA 
4 7 50 CAGCAGUACA AAUGGCAGUA UUCAUCCACA AUUUUAAAAG AAAAGGGGGG 
4 800 AUUGGGGGGU ACAGUGCAGG GGAAAGAAUA GUAGACAUAA UAGCAACAGA 

4 8 50 CAUACAAACU AAAGAAUUAC AAAAACAAAU UACAAAAAUU CAAAAUUUUC 
primer 9 

4 900 GGGUUUAUUA CAGGGACAGC AGAAAUCCAC UUUGGAAAGG ACCAGCAAAG 
4 950 CUCCUCUGGA AAGGUGAAGG GGCAGUAGUA AUACAAGAUA AUAGUGACAU 
5000 AAAAGUAGUG CCAAGAAGAA AAGCAAAGAU CAUUAGGGAU UAUGGAAAAC 
5050 AGAUGGCAGG UGAUGAUUGU G 
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FIGURE 71 



Human PSP94 



383-31-1 5 ' -TET-CCTGCTTATCACAATGAA-3 ' 
383-31-3 5 ' -TET-ACATGCACTTGCTACGAAAC-3 ' 



(SEQ ID NO:230) 
(SEQ ID NO: 231) 



SEQ ID NO: 232 



CCUGCUUAUCACAAUGAAUGUUCUCCUGGGCAGCGUUGUGAUCUUUGCCACCUUCGUGA 



CUUUAUGCAAUGCAUCAUGCUAUUUCAUACCUAAUGAGGGAGUUCCAGGAGAUUCAACCA 
GGAAAUGCAUGGAUCUCAAAGGAAACAAACACCCAAUAAACUCGG |AGUGG| CAGACUGAC 



AACUGUG |AGACAUG| CAC [LnJGCUACGAAAC^ AAAUUUCAUGUU )G 



ACCUGUG| GGUUAUGACA |AAGACl AA |CUGCC| AAAGAAUC [UUCAAG^ 



AUAUCG UGGUGGA GAAGA AGGAC C C AAAAAAGACCUGUUCUGUC AGUGAAUGGAUAAUC 



UAAUGUGCUUCUAGUAGGCACAGGGCUCCCAGGCCAGGCCUCAUUCUCCUCUGGCCUCUA 
AUAGUCAAUGAUUGUGUAGCCAUGCCUAUCAGUAAAAAGAUUUUUG 



72 
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Human ubiquitin : 



520-77-1 5 ' -TET-CCGCCACCAAAATGC-3 ' 
520-59-2 5 ' - TET -GCTGGAAGATGGACG - 3 1 



(SEQ ID NO:233) 
(SEQ ID NO :234) 



SEQ ID NO: 235 

CCGCCACCAAAAUGCAGAUUUUCGUGAAAACCCUUA|CGGJGGAAGACCAUCACCCUCGAG 

GUUGAACCCUCGGAUACGAUAGAAAAUGUA^AGGCjCAAGAUCCAGGAUAAGGAAGGAAU 

UCCUCCUGACAGCAGAGACUGAUCUUUGCUGGCAAGCAGCUGGAAGAUGGACGUACUUUG 

UCUGACUACAAUAUUCAAAAGGAGUCUACUGUUCAUCUUGUGUUGAGACUU^GTOGU^G 

UGCUAAGAAAAGGAAGAAGAAGUCUUACACCACUCCCAAGAAGAAUAAGCACAAGAGAAA 

GAAGGUUAA|GCUlGGCUGUCCU G^aaTTaTTTTaTTAAr,GTTGGATTGAGAATTGGrftAAATT\7AGUC 

^rrTTTTrr!TTrnAnAr,TTGrrrTTTTPTTr!ATT n AATTnTTnr,T7GrTTGGGGTTGTnTTTAT7GGCAAGTTrArU 

ITnnAPAf^AP ATTTTATTTTGTTGGGAAATTGTTTTGTTCUGA 
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HCV-la 5' -UTR: 



898-28-01 5 1 -TET-GGGACACTCCACCATGAATCACTC-3 ' (SEQ ID NO:236) 

898-35-01 5 ' -TET-CGGGAGAGCCATAGTGGTCTGCGG-3 ' (SEQ ID NO:237) 

898-35-02 5 1 -TET-ATTTGGGCGTGCCCCCGC-3 ' (SEQ ID NO:238) 

898-35-03 5 ' -TET-GACCGGGTCCTTTCTTGGA-3 1 (SEQ ID NO:239) 



SEQ ID NO: 240 

GGGACACUCCACCAUGAAUCACUCCCCUGUGAGGAACUACUGUCUUCACGCAGAAAGCGU 



CUAGCC AUGGCGUUAGUAUGAGUGUCGUGCAGCCUCC AGG ACCCCCCC UC CCG GGAGAG 



C C AUAGUGGUCUGC GGAAC C GGUGAGU AC AC CGG AAUUGC C AGGAC G AC CGGGUC CUUUC 
UUGGAUjAAA^^ 



AGUAGUGU |UGG| GUCGCGAAAGGCCUUGUGGUACUGCCUGAUAGGGUGCUUGCGAGUGCC 
CCGGGAGGUCUCGUAGACCGUtGCACCAUGAG 
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HCV-lb 5'-UTR: 



898-28-02 5 ' -TET-GGGACACTCCACCATAGATCACTC-3 ' (SEQ ID NO:241) 
898-35-01 5 ' -TET-CGGGAGAGCCATAGTGGTCTGCGG-3 ' (SEQ ID NO: 237) 



SEQ ID NO: 2 42 

GGGACACUCCACCAUAGAUCACUCCCCUGUGAGGAACUACUGUCUUCACGCAGAAAGCGU 
CUAGCCAUGGCGUUAGUAUGAGUGUCGUGCAGCCUCCAGG [ACCCCCCC| UC |CCG| GGAGAG 
C C AU AGUGGUC UGCGG AAC C GGUG AGUAC ACC GGAAUUGC C AGG ACGAC CGGGUC CUUUC 
UUGGAU |CAACC^ CUCAAUGCCUGGAGA^^ 

AGUAGUGU [UGG| GUCGCGAAAGGCCUUGUGGUACUGCCUGAUAGGGUGCUUGCGAGUGCC 
CCGGGAGGUCUCGUAGACCGU lGCACCAUGAG| 



898-35-02 5' -TET- ATTTGGGCGTGCCCCCGC - 3 ' 
898-3 5-03 5' -TET-GACCGGGTCCTTTCTTGGA-3 ' 



(SEQ ID NO:238) 
(SEQ ID NO:239) 
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HCV 2a/c 5' -UTR: 



898-28-01 5 ' -TET-GGGACACTCCACCATGAATCACTC-3 ' (SEQ ID NO:236) 
898-35-01 5' - TET - CGGGAGAGCC ATAGTGGTCTGCGG - 3 1 ( SEQ ID NO : 2 3 7 ) 



SEQ ID NO: 243 

GGGACACUCCACCAUGAAUCACUCCCCUGUGAGGAACUACUGUCUUCACGCAGAAAGCGU 

CUAGCCAUGGCGUUAGUAUGAGUGUCGUACAGCCUCCAGG |CCCCCCCCp C |CCG| GGAGAG 

CCAUAGUGGUCUGCGGAACCGGUGAGUACACCGGAAUUGCCGGGAAGACUGGGUCCUUUC 

UUGGAUAAACCCACUCUAUGCCCGGCCAUUUGGGCGUGCCCCCGCAAGACUGCUAGCCGA 

GUAGCGUUGGGUUGCGAAAGGCCUUGUGGUACUGCCUGAUAGGGUGCUUGCGAGUGCCCC 

GGGAGGUCUCGUAGACCGU ]GCACCAUGAG| 



898-35-02 5 ' -TET-ATTTGGGCGTGCCCCCGC-3 ' 
898-35-03 5 1 -TET-GACCGGGTCCTTTCTTGGA-3 ' 



(SEQ ID NO: 23 8) 
(SEQ ID NO: 23 9) 
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HCV 3a 5' -UTR: 



898-28-03 5' - TET - GGGAC ACTCC ACC ATGGATC ACTC - 3 1 ( SEQ ID NO : 2 4 4 ) 

898-35-01 5 1 -TET-CGGGAGAGCCATAGTGGTCTGCGG-3 ' (SEQ ID NO:237) 

898-35-02 5 1 -TET-ATTTGGGCGTGCCCCCGC-3 1 (SEQ ID NO:238) 

898-35-03 5 * -TET-GACCGGGTCCTTTCTTGGA-3 ' (SEQ ID NO:239) 



SEQ ID NO: 2 45 

GGGACACUCCACCAUGGAUCACUCCCCUGUGAGGAACUUCUGUCUUCACGCGGAAAGCGC 



CUAGCCAUGGCGUUAGUACGAGUGUCGUGCAGCCUCCAGG |CCCCCCC^ C |CCG| GGAGAG 
CCAUAGUGGUCUGCGGAACCGGUGAGUACACCGGAAUCGCUGGGGUGACCGGGUCCUUUC 



UUGGAA |CAACCC| GCUCAAUACCCAGAAAUUUGGGCGUG |CCCCl CGCGAGAUCAC [UAGCCG 
AGUAGUGU [UGG| GUCGCGAAAGGCCUUGUGGUACUGCCUGAUAGGGUGCUUGCGAGUGCC 
CCGGGAGGUCUCGUAGACCGUlGCACCAUGAG 



3 
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Human Antigen CD36 mRNA Oligonucleotides 



726- 


-38- 


-01 


5 1 


-ACAAGGGAAGAGAGATGAGGAACCAG-3 ' 


(SEQ 


ID 


NO: 


246) 


666- 


-33- 


-01 


5 ' 


-TTTGCCTTCTCATCACCAATGG- 3 ' 


(SEQ 


ID 


NO: 


247) 


937- 


-03- 


-01 


5 * 


-TET- 


■ aagggaagagagatgag-3 ' 


(SEQ 


ID 


NO: 


248) 


937- 


-03- 


-02 


5 ' 


-TET- 


-aggagtttgcaagaaac-3 ' 


(SEQ 


ID 


NO: 


249) 


937- 


-03- 


-03 


5 ' 


-TET- 


-ggtgctgtcctgg-3 1 


(SEQ 


ID 


NO: 


250) 


937 


-03 


-04 


5 1 


-TET- 


-cagttttggatctttgatg-3 ' 


(SEQ 


ID 


NO: 


251) 


937 


-03 


-05 


5 ' 


-TET- 


-aggacgctgagga-3 ' 


(SEQ 


ID 


NO: 


252) 


937 


-03 


-06 


5 ' 


-TET- 


-aacaagtcaaaatcttctatg-3 ' 


(SEQ 


ID 


NO: 


253) 


937 


-03 


-07 


5 ' 


-TET- 


-caatactgcagatggag-3 ' 


(SEQ 


ID 


NO: 


254) 


937 


-03 


-08 


5 ' 


-TET- 


-aagccaggtattgca-3 ' 


(SEQ 


ID 


NO: 


255) 


937 


-03 


-09 


5 ' 


-TET- 


-ctattgtttctgcacaga-3 ' 


(SEQ 


ID 


NO: 


256) 


937 


-03 


-10 


5 ' 


-TET- 


-aaatgaagaagaacatagga-3 ' 


(SEQ 


ID 


NO: 


257) 


937 


-03 


-11 


5 ' 


-TET- 


-ggtcaagccatcaga-3 ' 


(SEQ 


ID 


NO: 


:258) 
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Human Antigen CD3 6 hlRNA (SEQ ID NO: 2 59) 



acaagggaagagagaugaggaaccagagcuuguagaaaccacuuuaauca |uauccagga 

|GUjUUGCAAGAAAClAGGlU^ 

|GACCGl GAA |CUGUG| GGCUCAUCG |CUG| GGGCUGUCAUUGGUGCUGUCCUGGCUGUGUUUGG 
AGGUAUUCUAAU jGC^ 

UC CUC GAAGAAGGU AC AAUUGC UTJUUAAAAAUUGGGUUAAAAlC AGGlC AC AGAAGUUU 



AGACAGUUUUGGAUCUUUGAUGUGCAAAAUCCACAGGAAGUGAUGAUGAACAGCAGCAA 



C AUUC AAGUUAAGC AA AGAGG UCCUUAUACGUAC AGAGUUCGUUUUCUAGCC AAGGAAA 



AUGUAACCCAGGACGCUGAGGACAACACAGUCUCUUU [CCUGCAG| CC |CAAUGGUGCC| AUC 

UUg^AACCUUCACUAUCAGUUGGAA^A^GGCUGACAACUUCACAGUUCUCAAUCUGGC 

U jGUGGCAGCUGCAUCC^ UAUCUAUCAAAAUCAAUUUGUUCAAAUGAUCCUCAAU^ 

UUAUUAACAAGUCAAAAUCUUCUAUGUUCCAAGUCAGAACUUUGAGAGAACUGUU^^ 

GGCUAUAGGGAUCCAUUUUUGAGUUUGGUUCCGUACCCUGUUACUACUACAGUUGGUCUG 



uuuuauccuuacaaca |auacugcagaug| gaguuuauaaaguuuu l^ 
cauaaguaa |aguugcc^ u |aaucga| ca 

aaaguc |acugc| gacaugauuaaugguacagau |gca| gccucau1juccaccuuuu 

aaaag |cc^ guauugcaguucuuuucuucugauau [to 

ugaaucc| gacguuaaucugaaaggaa [uc^ uguguauagauucguucuucc 

ccuuugccucuccaguugaaaa|c^ 

ucaaaaaauuguacaucauauggugugcuag^ 

uguguacauuucacuuccucauuuucuguaugcaaguccugauguuucagaaccuauuga 

uggauuaaacccaaaugaagaagaacauaggacauacuuggauauucaaccuauaa^g 

gauucacuuuacaauu |ugcaaaacggcugca| gg^^ 

aaaauucaaguauuaaagaa[Ocu 

ugagacugggaccauuggugaugagaaggcaaa 



1 1 31 
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Human Ribosomal Protein L5 mRNA 



761- 


-47- 


01 


5 1 


-ATGGGGTTTGTTAAAGTTG-3 ' 


(SEQ 


ID 


NO: 


260) 


761- 


-47- 


02 


5 ■ 


- GCTGGGTTTAGCTCTCAGCAGCCCGC - 3 ' 


(SEQ 


ID 


NO: 


261) 


937 


-05- 


01 


5 ' 


-TET- 


atggggtttgttaaagtt-3 ' 


( SEQ 


ID 


NO: 


262) 


937 


-05- 


02 


5 ' 


-TET- 


gaagacgacgagagg-3 ' 


(SEQ 


ID 


NO: 


263) 


937 


-05- 


03 


5' 


-TET- 


ggatgatagttcgtgtg-3 ' 


(SEQ 


ID 


NO: 


264) 


937 


-05- 


04 


5 ' 


-TET- 


gctgcagcatattgta-3 ' 


(SEQ 


ID 


NO: 


265) 


937 


-05- 


■05 


5 ' 


-TET- 


ctgctatttggatgca-3 ' 


(SEQ 


ID 


NO: 


266) 


937 


-05- 


-06 


5 ' 


-TET- 


gcagaagtacatcgga-3 ' 


(SEQ 


ID 


NO: 


267) 


937 


-05- 


-07 


5 1 


-TET- 


gacatgatggaggaga-3 * 


(SEQ 


ID 


NO: 


268) 


937 


-05- 


-08 


5' 


-TET- 


agaagaaggatcggg-3 ' 


(SEQ 


ID 


NO: 


269) 



SEQ ID NO: 270 

AUGGGGUUUGUUAAAGUUGUUAAGjAAUAAGGC|CUACUUUAAGAGAUACCAAGUGAAAUU 



UAG |AAGACGACGAGAG ]GGUAAAACUGAUUAUUA lUGCUCGGAAACGCUUGG| UGAUACAAG 
AUAAAAAUAAAUAClAACACACCC|AAAUAC|AGlGAUGAUAGUUCGUGUGACAAACAGAGAU 



AUCAUUUGUCAGAUUG |CUUAUGCCC| GUAUAGAGGGGGAUAUGAUAGUCUGCGCACGUUA 



UGCACACGAACUGCCAAAAUAUGGUGUGAAG G|UUGGCCUp ACAAAUUAUGCUGCAGCAU 

AUUGUACUGGCCUGCUGC |UGGCC| CGCAGGCUUCUCAAUAGGU lUUGGCAUGG] ACAAGAUC 

UAUGAAGGCCAAGUGGAGGUGACUGGUGAUGAAUACAAUGUGGAAAGCAUUGAUGGUCAG 

CCAGGUGCCUUCACCUGCUAUU lOGGAUGCAGGCC| uUGCCAGAACUACCACUGGCAAUAA 

AGUU^^^TOCjCCUGAAGGGAGC^GUG^^G^GCUUGUCUAUCCCUCACAGUACCA 



AACGAUU jCCCUl GGUUAUGAUUCUGAAAGCAAGGAAUUUAAUGCAGAAGUACAUC^^AG 



CACAUC [AUG^l GCCAGAAUGUUGCAGAUU^CAUG^G^pACUUAA |UGGAAGAAGAUGAAGA 



ugcuuacaagaaacaguucucucaauacauaaaga|acagc]guaacu^cag|acaugaugg 



AGGAGAUGUAUAAGAAAGCUCAUGCUGCUAUA^^GAGAAUlCCApUCUAUGAA|AAGAAG 
CCC^GAAAGAAGUUAAAAA lGAAGAGGUGGAACCGUC| CCAAAAUGUCCg^GCUCAGAA 
GAAGGAUC|GG|GUAGCUCAAAAGAAGGCAAGCUUCCUCAGAGCUCAGGAGCGGGCUGCUG 

AGAGCUAAACCCAGC 



FIGURE 79A 



Mouse Scavenger Receptor Class B Type I mRNA 
Oligonucleotides 



726- 


-39- 


-01 


5 ' 


-GCTCAAGAATGTCCGCATAGACCCG-3 ' 


(SEQ 


ID 


NO: 


271) 


666- 


-34- 


-01 


5 ' 


-CTGGTCCCTGAGTTGTTTTTGC - 3 ' 


(SEQ 


ID 


NO: 


272) 


937- 


-01- 


-01 


5 ' 


-TET- 


GCTCAAGAATGTCCG - 3 ' 


(SEQ 


ID 


NO: 


273) 


937- 


-01- 


-02 


5' 


-TET- 


gggatgtggaaggag-3 • 


(SEQ 


ID 


NO: 


274) 


937- 


-01- 


-03 


5 ■ 


-TET- 


ggaccctatgtctacag-3 ' 


(SEQ 


ID 


NO: 


27 5) 


937 


-01- 


-04 


5 ' 


-TET- 


acatcttggtcctgg-3 ' 


( SEQ 


ID 


NO: 


276) 


937 


-01- 


-05 


5 ' 


-TET- 


tctcaacacgtacctc-3 ' 


(SEQ 


ID 


NO: 


277) 


937 


-01- 


-06 


5 ' 


-TET- 


cggactcagcaaga-3 1 


(SEQ 


ID 


NO: 


278) 


937 


-01 


-07 


5 ' 


-TET- 


caagggtgtttgaagg-3 ' 


(SEQ 


ID 


NO: 


279) 


937 


-01 


-08 


5 ' 


-TET- 


ctctgtttctctccca-3 ' 


(SEQ 


ID 


NO: 


280) 


937 


-01 


-09 


5 ' 


-TET- 


gtgaagatgcagctg-3 ' 


(SEQ 


ID 


NO: 


281) 


937 


-01 


-10 


5 ■ 


-TET- 


agctggtgctgatg-3 ' 


(SEQ 


ID 


NO: 


282) 


937 


-01 


-11 


5 ' 


-TET- 


caggcctactctgag-3 ' 


(SEQ 


ID 


NO: 


:283) 


937 


-01 


-12 


5 ' 


-TET- 


ggactctctcagcg-3 ' 


(SEQ 


ID 


NO: 


:284) 



FIGURE 79B 



Mouse Scavenger Receptor Class B Type I mRNA (SEQ ID NO: 2 85; 



GCUCAAGAAUGUCCGCAUAGACCCGAGCAGCCUGUCCUUCGGGAUGUGGAAGGAGAUCC 



CCGUCCCUUUCUACUUGUCUGUCUACUUCUUCGAAGUGGUCAACCCAAACGAGGUCCUC 



AACGGCCAGAAGCCAGUAGU ]CCGGGl AGCGUGGACCCUAUGUCUAC |AGG| GAGUUCAGACA 



AAAGGUC AACAUC ACCUUC AAUGACAACGACACC GUGUCCUUCGUGGAGAA CCGC AGC C 



UCCAUUUCCAGCCUGACAAGUCGCAUGGCUCAGAGAGUGACUACAUUGUACUGCCUAACA 



UCUUGGUCCUGGGGGGCUCGAUAUUG AUGGAG AGC AAGC C UGUGAGC CUG AAGCUG AUG 



AUGACCUUGGCGCUGGUC ACC AUGGGCC AGCGUGCUUUUAUG AACC GC AC AGUUGGUGA 



GAUCCUGUGGGGCUAUGACGAUCCCUUCGUGCAUUUUCUCAACACGUACCUCCCAGACAU 



GCUUCCC AUAAAGGGCAAAUUUGGCCUGUUUGUUGGGAUGAACAACUCGAAUUC UGG GG 



UCUUC ACUGUCUUC ACGG GCGUCC AGAAUUUC AGC A GGAUCCAUCUGGUGGAC AAAUGG 



AACGGACUCAGCAAGAUCGAUUAU |UGGCAUUCAGAGCA |GUGUAACAUGAUCAA |UGG| GAC 
U|UCCGGlGCAGAUGlUGGGC|ACCCUUCA|U^ 



|CGGA| GGCAUGCAGGUCCAUGAAGCUGACCUACAACGAAUCAAGGGUGUUUGAAGGCAUU 



CCCACGUAUCGCUUC ACGGCC CCCGAUACUCUGUUUGCC AACGGGUCCGUCUACCC ACC 



CAACGAAGGCUUCUGCCCAUGCCGAGAGUCUGGCAUUCAGAAUGUCAGCACCUGCAGGUU 



UGGUGCGCCUCUGUUUCUCUCCCACCCCCACUUUUAC |AACGCCGAC| CCUGUGUUGUCAG 

AAGCUGUUCUUGGUCUGAACCCUAACCCAAAGGAGCAUUCCUUGUUCCUAGACAUCCA§ 

^CGG^ACUGGGAUCCCCAUGAACUGUUCUGUGAAGAU^C^C^^CCUCUACAUCA^ 

AUCUGUCAAGGGCAUCGGGCAAACAGGGAAGAUCGAGCCAGUAGUUCUGCCGUUGCUGUG 

GUUCGAACAGAGCGGAGCAAUGGGUGGCAAGCCCCUGAGCACGUUCUACACGCAGCUGGU 

GCUGAUGCCCCAGGUUCUUCACUACGCGCAGUAUGUGCUGCUGGGGCUUGGAGGCCUCCU 

GUUGCUGGUGCCCAUCAUCUGCCAACUGCGC jAGCCA 

GUGGUAGUAAAAAGGGCUCCCAGGAUAAGGAGGCCAUUCAGGCCUACUCUGAGUCCCUGA 

UGUCACCAGCUGCCAAGGGCACGGUGCUGCAAGAAGCCAAGCUAUAGGGUCCUGAAGACA 

CUAUAAG |CCCC| CCAAACCUGAUAGCUUGGUCAGACCAGCCACCCAGUCCCUACACCCCG 

CUUCUUGAGGACUCUCUCAGCGGACAGCCCACCAGUGCCAUGGCCUGAGCCCCCAGAUGU 

CACACCUGUCCGCACGCACGGCACAUGGAUGCCCACGCAUGUGCAAAAACAACUCAGGGA 

CCAG 



FIGURE 80A 



Rat CX3CR1 Accession No. U04808 Oligonucleotides 

761-57-01 5 ' -taatacgactcactatagggacggaagtccaagagcatcactg-3 * 















(SEQ 


ID 


NO: 


286) 


761- 


57- 


03 


5 ' 


-gcaggtacctggtccgta-3 ' 


(SEQ 


ID 


NO: 


287) 


781- 


65- 


01 


5 ' 


-TET- 


ggaagtccaagagca-3 ' 


(SEQ 


ID 


NO: 


288) 


781- 


65- 


02 


5 ' 


-TET- 


•aatggcttctttggg-3 ' 


(SEQ 


ID 


NO: 


289) 


781- 


■65- 


03 


5 ■ 


-TET- 


-ggcgtcgccc-3 1 


(SEQ 


ID 


NO: 


290) 


781- 


-65- 


04 


5 ' 


-TET- 


-tacttccgcatcgtc-3 ' 


(SEQ 


ID 


NO: 


291) 


781- 


-65- 


•05 


5' 


-TET- 


-cttcttccctagttgtg-3 * 


(SEQ 


ID 


NO 


292) 


781- 


-65- 


-06 


5' 


-TET- 


-tgcctggccgt-3 1 


(SEQ 


ID 


NO 


:293) 


781- 


-65- 


-07 


5' 


-TET- 


-gactctac taagaaccca- 3 ' 


(SEQ 


ID 


NO 


:294) 


781- 


-73- 


-01 


5' 


-TET- 


-ccatcttagtggcgt-3 ' 


(SEQ 


ID 


NO 


:295) 


781- 


-73- 


-02 


5 ' 


-TET- 


-caacaagtgcctgg-3 ' 


(SEQ 


ID 


NO 


:296) 


781- 


-85- 


-01 


5 ' 


-TET- 


-aacacggcgtcac-3 ' 


(SEQ 


ID 


NO 


:297) 


781- 


-85- 


-02 


5 ' 


-TET- 


-tgattaccccgagg-3 ' 


(SEQ 


ID 


NO 


:298) 


781- 


-85- 


-03 


5 ' 


-TET- 


-acgctgttttcctg-3 ' 


(SEQ 


ID 


NO 


:299) 


781- 


-85- 


-04 


5 ' 


-TET- 


-tgagacacctgtacaa-3 ' 


(SEQ 


ID 


NO 


:300) 


781- 


-85- 


-05 


5 " 


-TET 


-gacggagacagtgg-3 ' 


(SEQ 


ID 


NO 


:301) 


781 


-85- 


-06 


5 ■ 


-TET 


-caagcgagggagag-3 ' 


(SEQ 


ID 


NO 


:302) 



FIGURE 80B 



Rat CX3CR1 Accession No. U04808 (SEQ ID NO: 3 03) 



ggaaguccaagagcaucacugacauc [uac^ ccugi ^accul ggccuugagcgaccugcuc 
uuuguggccacuuugcccuu [(^^ 

cgccaugugcaagcug^gacugcuuucuucuucauuggcuucuuu|g^ 

UCAUCACCjGUC lAUCAGCA^ 



AA|CAACC|GGACAGUGCAA |CACGG| CGUCACCAU lCAGUCUG| GGCGUCUGGGCGGCGGCCAU 



CUUAGUGGCGUCGCCCCAGUUCAUGUUCACAAAGAGA |AAGGA| CAACGAAUGUUUGGGUG 



AUUACCCCGAGGUCCUGCAGGAAAUCUGGCCCGUGCUCCGCAACUCGGAGGUCAACAUC 



cugggcuucguccugcccuugcuuaucaugagcuuuug 

gcuguuuuccugcaagaaccggaagaaggccagagccauuaggcucauccucuugguggu 



UGUUGUCUUCUUCCUCUUCUGGACGCCUUACAACAUCGUGAUUUUCCUGGAGACUCUCA 



aauucuacaacuucuucccuaguuguggc^^ 



GUGAlgGG^ 



gG^GGAAAAGUUCAGAAGGUACC |UGAGl ACACCUGUACAACAAGUGCCUGGCCGUCCUGU 

GCGGUCGUCCUGU lCCACGC| CGGCUUCUCAACAGAGUCCCAGAGGAGCAGGCAGGACAGC 

AUUCUGAGCAGCUUGACUCACUACACAAGCGAGGGAGAGGGAUCUCUCCUGCUCUGAAGG 

GUCUCCCCGACCCCGACUCUACUAAGAACCCAGAGUUCCUGCAUCUGACUCUGUGUAAUG 

AAAACAGAUU lCACACACACACACACACACACACACACACACACACACACACACAC| CCCG 

CUCCUCCUGCAUUUUAUGUGCAAGAAAUACGGACCAGGUACCUGC 



in 



FIGURE 81 A 



Human Interleukin-1 beta (IL-lfi) Oligonucleotides 



720-82-01 5 ' - 

gtaatttaatacgactcactatagggaaggtgcagttttgccaaggagtgctaaag-3 ' 

















(SEQ 


ID 


NO: 


304) 




562 


-15- 


01 


5 ' 


-ctgattgaaatttatctaataaaacatcat- 


-3 ' 






















(SEQ 


ID 


NO : 


305 ) 




781 


-50- 


01 


5 ' 


-TET- 


■acttccaagctggc-3 ' 


(SEQ 


ID 


NO: 


306) 




781 


-50- 


02 


5 1 


-TET- 


■gagagtggaccacac-3 ' 


(SEQ 


ID 


NO: 


307) 




781 


-50- 


03 


5 ' 


-TET- 


•gaatcagtgaagatgcc-3 ' 


(SEQ 


ID 


NO: 


308) 




781 


-50- 


04 


5 • 


-TET- 


■cattgtaccatgaaatatcc-3 ' 


(SEQ 


ID 


NO: 


309) 




781 


-50- 


05 


5 ' 


-TET- 


•gaactttaatttcaggaattg-3 ' 


(SEQ 


ID 


NO: 


310) 




781- 


-50- 


06 


5 ' 


-TET- 


■ccctagtctgctagc-3 ' 


(SEQ 


ID 


NO: 


311) 




781 


-50- 


07 


5 ' 


-TET- 


■ttcaagtgtaacttattaacc-3 ' 


(SEQ 


ID 


NO: 


312) 




781 


-72- 


01 


5 ' 


-TET- 


•aagctggccgtg-3 ' 


(SEQ 


ID 


NO: 


313) 




781 


-72- 


02 


5 ' 


-TET- 


■tgcagttttgccaag-3 ' 


(SEQ 


ID 


NO: 


314) 




FIGURE 8 IB 



Human Interleukin-1 beta (IL-lfi) (GenBank Accession # 
M15330) (SEQ ID NO:315) 



GGCAGAAGUACCUGAGCUCGCCAG |UGA| AAUGAUGGCUUAUUA |CAGUGGCAAUGAGG| AUG 
ACUUGUUCUUUGAAG |CUGAUGG<fe 

cucugcccucuggauggcggcauccagcuacgaaucu |ccgaccac| cacua |cagcaa| ggg 
cuucaggcaggccgcgucaguuguuguggccauggacaagcugaggaagaugcugguug 



|CCUGCC| CACAGACCUUCCAGGAGAAUGAgC^AGCACCUUCUUUCCCUUCAUCUUUGAA 



gaagaaccuaucuucuucg [acacaugg| gau 1aacga| ggcuuaugug ^ 



[ac^ uc [acugaacugcacgcuccg^ gacucacagcaaaaaagcuuggugaugucugguc 



c auaugaacugaaagcu cucc accuc c a gggacaggauauggagc aac aagugguguuc 



uccauguccuuuguacaaggagaagaaaguaaugacaaaauaccuguggccuugggccuc 



aaggaaaagaaucuguaccuguccugcguguugaaagaugauaagcccacucuacagcu 



ggagaguguagaucccaaaaauuacccaaagaagaagauggaaaagcgauuugucuucaa 
caagauagaaaucaau !aacaagcu| ggaauuugag |ucu^ ccagu^ 



UCAGCACClUCUCAAGCAGAAAA CAUGC CCGUCUUCCUGGGAGGGACC AAAG GCGG CC AG 



GAUAUAACUGACUUClACCAlUGCAAUUUGUGUCUUCCUAAAGAGAGCUGUACCCAGAGAG 



UCCUGUGCUGAAUGUGGACUCAAUCC |CUAGGGCU| GGCAGAAAGGGAACAGAAAGGUUUU 
UGAGUACGGCUAUAGCCUGGACUUUCCUGUUGUCUACACCAAUGCCCAACUGCCUGCCUU 
AGGGUAGUGCUAAGAGGAUCUCCUGUCCA [UCAGCCA| GGACAGUCAGCUCUCUCCUUUgg 
|j|GGCCAAUCC|(^AGC^ 



|AGCCCGCC| UGACAGA |AACCACG<^ CACAUXJUGGUUCUAAGAAACCCUCUGUCATO 



CCCACAUUCUGAU |(^GCAACCGafo 



UUCAUUGGUCUAAUUUAUUlCAAAGGGGGCAAGAAGUAGCAGUGUCUGUAAAAGAGCCUA 



GUUUUUAAUAGCUAUGGAAUCAAUUCAAUU^^ 



ccuuuaa |uuaagac| ugaaaauau 1auaagcu| cag 

§GAGCAAAUAUCAUACUGUUCA 



/n, 



FIGURE 82A 



Human Interferon gamma Oligonucleotides 



448 


-59 


-01 


5 ' -TET-GCATCGTTTTGGGTTCTCTT (SEQ 


ID 


NO: 


316) 


448 


-59 


-02 


5 ' -TET-ACTTTAAAGATGACCAGAGC ( SEQ 


ID 


NO: 


317) 


448 


-79 


-01 


CACATTGTTCTGATCATCTG ( SEQ 


ID 


NO : 


Jlo) 


448 


-79 


-02 


CGGTAACTGACTTGAATGTC ( SEQ 


ID 


NO: 


319) 


448 


-79 


-03 


TAGTAACTGGATAGTATCAC ( SEQ 


ID 


NO: 


320) 


448 


-79 


-04 


GAC ATTC AAGTC AGTTAC C G ( SEQ 


ID 


NO: 


321) 


498 


-20 


-01 


AATTTAATACGACTCACTATACACATTGTTCTGATCATCTG 












(SEQ 


ID 


NO: 


322) 


498 


-20 


-02 


AATTT AAT AC GAC TC AC TAT AC GGT AAC TGAC TTGAATGTC 












(SEQ 


ID 


NO: 


323) 


498 


-20 


-03 


5 ' -TET- CACATTGTTCTGATCATCTG ( SEQ 


ID 


jnu : 


"3 O A \ 


498 


-20 


-04 


5 ' - TET - CGGTAACTGACTTGAATGTC ( SEQ 


ID 


NO: 


325) 


498 


-40 


-01 


5 ' - 








AGTAATTTACGACTCACTATAGGGACACATTGTTCTGATCATCTGAAGA 














(SEQ 


ID 


NO: 


326) 


498- 


-40 


-02 


5 '- 








AGT AATTT AC GAC TC AC T AT AGGG ACGGT AAC TGAC TTGAATGTC C AAC 














(SEQ 


ID 


NO: 


327) 


498 


-84 


-01 


5 1 -TET - C ATTCAGATGTAGCG (SEQ 


ID 


NO: 


328) 


498 


-84 


-02 


5 1 - TET -GACTCATCAATC AAA ( SEQ 


ID 


NO: 


329) 


498 


-84- 


-03 


5 ' -TET-GATTACAAGGCTTTA ( SEQ 


ID 


NO: 


330) 



(Sib 



FIGURE 82B 



Human Interferon gamma (SEQ ID NO: 141) 



CACAUUGUUCUGAUCAUCUGAAGAUCAGCUAUUAGAAGAGAAAGAUCAGUUAAGUCCUUU 



GGACCUGAUC AGCUUGA UACAA GAACUACUGAUUUC AACUUCUUUGG CUUAAUtUCUCUC 



GGAAACGAUGAAAUAUACAAGUUAUAUCUUGGCUUUUCAGCUCUGCAUCGUUUUGGGUUC 



UCUUGGCUGUUACUGCC AGGACCCAUAUGUA CAAGAAGC AGAAAACCUUAAGAAAUAUU 



UUAA UGC AG GUC AUUC AGAUG UAGC GGAUAAUGGAACUCUUUUCUUAGGC AUUUUGAAG 



AAUUGGAAAGAGGAGAGUGAC AGAAAAAUAAUG C AGA GCC AAAUUGUCUCCUUUUACUU 



C AAACUUUUUAAAAACUUUAAAGA UGACC AGA GC AUC CAAAAG AGUGUGGAGACC AUC A 



AGGAAGACAUGAAUGUCAAGUUUUUCAAUAGCAACAAAAAGAAACGAGAUGACUUCGAAA 
AGCUGACUAAUUAUUCGGUAACUGACUUGAAUGUCCAACGCAAAGCAAUACAUGAACUCA 



uccaagugauggcugaacugu |cgccag| cagcuaaa |acagggaa 

augcuguuucgaggucgaagagcaucccaguaaugguuguccugccuacaauauuugaau 

uuuaaaucuaaaucuauuuauu^ 

ucaucaaucaaauaaguauuuauaauagcaacuuuuguguaaugaaaaugaauaucua^ 

aauauauguauuauuuauaauuccuauauccugugacugucucacuuaauccuuugu^ 

cugacuaauuag |gca^ gcu^^ 



|^caaccuaag |caagaucccaug| gguuguguguuuauuucacuugaugaua 
acuuauaagugaagugauacuauccaguuacua 



FIGURE 83A 



Pneumocystis carinii (NUCLEODTIDES 84-415 OF ACCESSION # 
AF236872) (SEQ ID NO:331) 



GAGGGUC AUGAAAGCGGCGUGAAAACGUUAGCUAG UGAUCU GGAAUAAAUUC AGAUUGC 



ga|c AC uguc aaa [uugc| ggggaagc c cuaaag AUUC AACUACU AAGC AGUUUGUGGAAAC 



ACAGCUGUGGCCGAGUUA AUAGCCCUG GGUAUAGUAAC AAUGUUGAAUAUGAAUCUUUU 



GCGAGAUGAAAUGGGUGAUCCGCAGCCAAGUCCUAAGGGCAUUUUUGUCUAUGGAUGCAG 

UUCAACGA |CUAGAUGGCAGUl GGGUAUUGUAAGGAAUUGCAGUUUUCU^ 

GGUAUAGUCUAUCCUCUUUCGAAAGAAAGAGUAUAU 



Candida albicans (NUCLEOTIDES 72-418 OF ACCESSION # 
X74272) (SEQ ID NO:332) 



GGGAGGCAAAAGUAGGGACGCCAUGGUUUCCAGAAAUGGGCCGCGGUGUUUUUGACCUGC 



UAGUC |GAUCUGG| CCAGACGUAUCUGUGGGUGGCCAGCGGCGACAUAACCUGGUACGGGG 



AAGGCCUCGAAGCAGUGUUCACCUUGGGAGUGCGCAAGCACAAAGAGGUGAGUGGUGUA 



^gGGGUUAAUCCCGUGGCGAGCCGUCAGGGCGCGAGUUCUGGCAGUGGCCGUCG |UAGAG 



ggCGGAAAGGUAUGGGCUGGCUCUCUGAGUCGGCUUAA |GGUACGUGCCG| UCCCACACGA 
UG AAAAGUGUGCGGUGC AGAAUAGUUCC C AC AG AAC GAAGCUGCGC CGGAGAAAGCGAUU 
UCUUGGAGCAAU 



FIGURE 83B 



Earwig R2 element (SEQ ID NO: 333) 



uaggaugauagcgcaccuggucaucgucucu )cucagcu1 gcucacuugcuguucuaagug 



A |UAAUl ACCGUUGUUUUUU |UAGUl GGGUAUUCUUTO 



AC lUCUUGG^ CA |AUCC^ ^ 



Bombyx mori R2 element (SEQ ID NO: 334) 



GCCUUGCACAGUAGUCCAGCGGUAAGGGUGUAGAUCAGGCCCGUCUGUUUCUCCCCCGGA 
GCUCGCUCCCUUGGCUUCCCUUAUAUAUU ^ 



|CI^AUCCAAUU[UC 



CCGAUCCUAAU lCCAU| GAUGAU |UACG^ CUGAGUCACUAAAGACGAUGGCAUGAUGAUCC 
GGCGAUG 



